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Common single nucleotide polymorphisms in Japanese patients with essential
hypertension: aldehyde dehydrogenase 2 gene as a risk factor independent of alcohol
consumption.
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%, TIT, ARERMEDFEITB 5T 5LE 2 5 TV A3 A72SNPs (Single Nucleotide
Polymorphisms: —#Z:25) % F\ \CBEEARYT (association study) 247V, AEEMERS MLEIC RS2
BF DR SNPsLTATREAND RS B A AEF TRz,
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HiR T 2B in FOERENIHAERNTIBA T, BMb, IER(adrenergic, beta-3—, receptor: ADRB3).
Bki% & (aldehyde dehydrogenase 2: ALDH2), /K BAZELH# (guanine nucleotide binding protein [G
protein], beta polypeptide 3: GNB3), $E{{{ (peroxisome proliferator—activated receptor gammas:
PPARG), BB {R#f(cholesteryl ester transfer protein, plasma: CETP), BhijfiE{L
(5,10-methylenetetrahydrofolate reductase [NADPH]: MTHFR), #BE3&%E(gap junction protein, alpha
4, 37 kD: GJA)TH B,
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SE B PR BEEARAT (Case—control association analysis) 140, Z<BEitE M EREL ALDH2
(Lys487Glu) | GNB3 (C825T) EREDICHBERBELED I, nURF 1o/ ERSHCIE
BMI(body mass index) XA BEHME & il ESE D EE2ERE FTHY, ALDHZDGG (Glu/Glu)iiz 75
A B MEEOM S U EREFTHY, BB CHEE Chor,
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